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LEITER TO THE EDITOR 353 
Reply 
To the Editor: 
Hackett and co-writers are entirely correct that two 
mtDNA sequences (from a "Jabiru Stork" and a Hoat­
zin) are in error in our published mtDNA work on nu­
merous avian species. The first of these errors involved 
a sample misidentification and was indeed egregious. 
Following discovery of this mistake nearly 1 year ago 
(shortly after the paper appeared in print), we have 
made every reasonable effort both to widely publicize 
and to rectify the problem. This effort involved: (a) im­
mediate removal of the misidentified "Jabiru" sequence 
from GenBank; (b) complete resequencing of the spe­
cies and placement of the corrected and independently 
verified sequence in GenBank (Accession No. U19611); 
(c) from the near outset, attachment to mailed reprints
of a prominent note alerting readers to the error; and
(d) publication of a formal correction [Proc. Natl. Acad.
Sci. USA 92: 3076 (1995)]. An excerpt from the latter
is as follows: "The mtDNA sequence from the sample
denoted as the 'J abiru Stork' is incorrect, the mistake
apparently stemming from a sample mix-up, mislabel,
or PCR error. Reexamination of bona fide Jabiru Stork
mtDNA sequences by our laboratory (and indepen­
dently confirmed elsewhere) now places this species
closest phylogenetically to the Wood Stork and Mara­
bou Stork (among the species assayed). We wish to



